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RAW SEQUENCE LISTING 
F.RROR REPORT 

BEST AVAILABLE COPY 

The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: <P 
Application Serial Number: 

Source: u ' r h ^ 

Date Processed by STIC: 7j//z/zo40 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ^ 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY O 
EITHER: <^ 

U INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
} SScA-nON TO THE APPLICANT, WITH A NOTICE TO COMPLY 
or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, 
WITH A NOTICE TO COMPLY 

FOR FURTHER INFORMATION, PLEASE TELEPHONE MARK SPENCER, 
703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
vttpston 3.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 

Checker Version 3.0 

The Checker Version 3.0 application is a stated the-art Windows based software program 
emploS a logical and intoitive user-interface to check whether a sequence listing is in 

w*h format and content rules. Checker Version 3.0 works for sequence listing 
T^rSoTZ original version of 37 CFR §§1.821 - 1.825 e^^ 0 ^, 1 '. 
Standi revised version (new rules) effective July 1. 1998 as well as World Intellectual 

25 anl Xker allows public users to check sequence listings in Computer 
Si before submitting them to the United States Patent and Trademark Office (USPTO). 
Usfof Sto priJSfilg the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

r^ f Vision 3. 0 ~~ - ***** f™n the USPTO website at the following address : 

http://www.uspto.gov/web/offices/pac/checker 
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DATE: 07/12/2000 
RAW SEQUENCE LISTING ^ 
PATENT APPLICATION: US/09/605, 573 TIME: 11:03.21 

input Set : A:\CDS222 Listing for disk.txt 
Output Set: N:\CRF3\07122000\l605573.raw 

R o,er tJ . 0or ^cteH^ ot Co r 



3 <110> APPLICANT: De Leys, Robert J. ^CferY A ' Q>/»m/ 

I < 12 0> TITLE* OF^ INVENTION : PEPTIDES FOR THE DETECTION OP HIV-1 GROUP O ^Slfe^ 
8 <130> FILE REFERENCE : CDS-207 TTO/nQ/ , 0 , .-,3 , ^(/pw 

.0 <140> CURRENT APPLICATION NUMBER :^US/0 9/60 5 , 573 ^ ^ W^Qf 

11 <141> CURRENT FILING DATE : 
13 <160> NUMBER OF SEQ ID NOS: 
15 <170> SOFTWARE: Patentln Ver . 



NUMBER: US/09/605, 57 J \ 



ERRORED SEQUENCES 



Please Note: Coniljanr n listina Please review the 

<S Sds ot eich sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE : 07/12/2000 

PATENT APPLICATION: US/09/605,573 TIME: 11:03:22 

Input Set : A:\CDS222 Listing for disk.txt 
Output Set: N:\CRF3\07122000\l605573.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application Number 

L^ll M:271 C: Current Filing .Date differs, Replaced Current Filing Date 

L-1080 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID* : 60 

L:1080 M:258 W: Mandatory Feature missing, <222> not found for SEQ IDS : 60 

L:1080 M:340 W: (46) °n n or "Xaa" used: Feature required, for SEQ IDS:60 

L-1114 M:258 W: Mandatory Feature missing, <221> not found for SEQ IDS : 62 

L:1114 M:258 W: Mandatory Feature missing, <222> not found for SEQ IDS : 62 

L:1114 M:340 W: (46) n n w or "Xaa" used: Feature required, for SEQ IDS: 62 

L-1131 M:258 W: Mandatory Feature missing, <221> not found for SEQ IDS : 63 

L-1131 M:258 W: Mandatory Feature missing, <222> not found for SEQ IDS: 63 

L-1131 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID*: 63 

L:1148 M:258 W: Mandatory Feature missing, <221> not found for SEQ IDS : 64 

L-114 8 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 64 

L-1148 M:340 W: (46) "n" or "Xaa n used: Feature required, for SEQ ID#:64 

L-13 M-203 E- No. of Seq. differs, <160> Number Of Sequences : Input (69) Counted (70) 
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